


[bookmark: _Hlk37147235][bookmark: _GoBack]Supplemental Figure 1.  Total IgG Western blots of plasma samples from GW infected and GW uninfected individuals from Togo.  GW proteins extracted into SDS buffer as described in Materials and Methods were resolved on 10–22.5% gradient SDS polyacrylamide gels (1.5–2 g/ mm in a 130 mm preparative well) and then electro-blotted onto PVDF membrane.  Membrane strips (2 mm) were incubated in 1:200 dilutions of each test plasma in 0.3% Tween-20 in PBS and bound total IgG antibodies were detected using a biotinylated monoclonal mouse anti-human IgG and IgG4 antibodies and the streptavidin/ alkaline phosphatase system.  Au indicates a strip incubated with AuroDye Forte to stain all bound proteins.  The apparent molecular weights (MWapp) of SeeBlue Plus2 prestained markers (ThermoFisher Scientific) are indicated on the right.
Supplemental Figure 2.  IgG subclass analysis using plasma from one GW disease patient.  Western blots were conducted as described in the Materials and Methods using the plasma sample from one GW infected donor.  Blots were developed using biotinylated monoclonal anti-human IgG (G), IgG1 (1), IgG2 (2), IgG3 (3), or IgG4 (4) as detection reagents. Au indicates a strip incubated with AuroDye Forte to stain all bound proteins.  The apparent molecular weights (MWapp) of SeeBlue Plus2 prestained markers (ThermoFisher Scientific) are indicated on the right.  The location of the antigen band of interest is indicate by an arrow.
Supplemental Figure 3.  Characterization of the GW antigens recognized by the human antibody response.  Strips of PVDF membrane containing total SDS extracted antigens from a 10–22.5% polyacrylamide gel were left untreated in PBS buffer (U) or were treated with sodium periodate (I) or proteinase K (K) and then neutralized as described in the Materials and Methods.  Western blots were conducted as described in the Materials and Methods using the plasma sample from one GW infected donor.  Blots were developed using either biotinylated monoclonal anti-human IgG or IgG4 as detection reagents. Au indicates a strip incubated with AuroDye Forte to stain all bound proteins.  The apparent molecular weights (MWapp) of SeeBlue Plus2 prestained markers (ThermoFisher Scientific) are indicated on the left.  The location of the antigen band of interest is indicate by an arrow.
Supplemental Figure 4.  Alignment of GW predicted protein sequences with homologue sequences from Toxocara canis.  BLASTP comparisons of the mature predicted protein sequences of GW DUF148 and TRXL1 to sequences of nematodes in GenBank produced the alignments shown in Panel A and Panel B, respectively.  The alignment of DUF148 with a T. canis unnamed protein product (GenBank VDM43261.1) had 44% identity and 60% positivity.  The alignment of TRXL1 with T. canis thioredoxin domain-containing protein 12 (GenBank KHN86686.1)40 had 49% identity and 67% positivity.
Supplemental Figure 5.  Two of the GW recombinant proteins migrate at approximately the same molecular weight as the native antigen.  Recombinant GW proteins were cleaved from their respective GST fusion proteins by thrombin treatment and purified as described in the Materials and Methods.  Cleaved DUF148 (D*) and TRXL1 (T1*) proteins were resolved on 10–22.5% gradient SDS polyacrylamide gel alongside a sample of TX-114-extracted aqueous phase GW proteins (Aq).  After transfer to PVDF membrane and exposure to a pool of human GW infection plasma for Western blot, IgG4 antibody reactivity was noted at approximately the same molecular weight size range as the native antigen in the GW aqueous extract lane (indicated by an arrow).  The apparent molecular weights (MWapp) of SeeBlue Plus2 prestained markers (ThermoFisher Scientific) are indicated on the right.  
Supplemental Figure 6. Receiver-operating characteristic (ROC) curve results using IgG4 responses from DUF-148-GST (black line) and TRXL1-GST (red line) multiplex bead assays.  Curves were constructed using MFI responses of samples (n = 24) collected from individuals with current or previous history of GW infection and responses from samples (n = 114) collected from individuals who never had GW.  The optimal threshold for the DUF148-GST assay was 17.5 MFI units with a sensitivity of 79.2% and a specificity of 85.1%.  The optimal threshold for the TRXL1-GST assay was 19.5 MFI units with a sensitivity of 87.5% and a specificity of 93.9%.
Supplemental Figure 7. Receiver-operating characteristic (ROC) curve results using total IgG responses from DUF-148-GST (black line) and TRXL1-GST (red line) multiplex bead assays.  Curves were constructed using MFI-bg responses of samples (n = 24) collected from individuals with current or previous history of GW infection and responses from samples (n = 114) collected from individuals who never had GW.  The optimal threshold for the DUF148-GST assay was 161.5 MFI-bg units with a sensitivity of 95.8% and a specificity of 74.6%.  The optimal threshold for the TRXL1-GST assay was 236.5 MFI-bg units with a sensitivity of 91.7% and a specificity of 90.4%.
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